SKBG-3017US2 
SEQUENCE LISTING 

<110> DEEN, KEITH CHARLES 
HURLE, MARK R. 
YOUNG, PETER 
TAN, K.B. 

<120> DNA ENCODING TUMOR NECROSIS RELATED RECEPTOR TR7 

<130> SKBG-3017US2 

<140> TO BE ASSIGNED 
<141> 2003-09-15 

<150> US 60/041,796 
<151> 1997-04-02 

<150> US 08/959,382 
<151> 1997-10-28 

<150> US 09/314,844 
<151> 1999-05-19 

<160> 6 

<170> Patentln version 3.2 

<210> 1 

<211> 2186 

<212> DNA 

<213> HOMO SAPIENS 

<400> 1 



tcagccatgg 


ggacctctcc 


gagcagcagc 


accgccctcg 


cctcctgcag 


ccgcatcgcc 


60 


cgccgagcca 


cagccacgat 


gatcgcgggc 


tcccttctcc 


tgcttggatt 


ccttagcacc 


120 


accacagctc 


agccagaaca 


gaaggcctcg 


aatctcattg 


gcacataccg 


ccatgttgac 


180 


cgtgccaccg 


gccaggtgct 


aacctgtgac 


aagtgtccag 


caggaaccta 


tgtctctgag 


240 


cattgtacca 


acacaagcct 


gcgcgtctgc 


agcagttgcc 


ctgtggggac 


ctttaccagg 


300 


catgagaatg 


gcatagagaa 


atgccatgac 


tgtagtcagc 


catgcccatg 


gccaatgatt 


360 


gagaaattac 


cttgtgctgc 


cttgactgac 


cgagaatgca 


cttgcccacc 


tggcatgttc 


420 


cagtctaacg 


ctacctgtgc 


cccccatacg 


gtgtgtcctg 


tgggttgggg 


tgtgcggaag 


480 


aaagggacag 


agactgagga 


tgtgcggtgt 


aagcagtgtg 


ctcggggtac 


cttctcagat 


540 


gtgccttcta 


gtgtgatgaa 


atgcaaagca 


tacacagact 


gtctgagtca 


gaacctggtg 


600 


gtgatcaagc 


cggggaccaa 


ggagacagac 


aacgtctgtg 


gcacactccc 


gtccttctcc 


660 


agctccacct 


caccttcccc 


tggcacagcc 


atctttccac 


gccctgagca 


catggaaacc 


720 


catgaagtcc 


cttcctccac 


ttatgttccc 


aaaggcatga 


actcaacaga 


atccaactct 


780 


tctgcctctg 


ttagaccaaa 


ggtactgagt 


agcatccagg 


aagggacagt 


ccctgacaac 


840 


acaagctcag 


caagggggaa 


ggaagacgtg 


aacaagaccc 


tcccaaacct 


tcaggtagtc 


900 
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aaccaccagc 


aaggccccca 


ccacagacac 


atcctgaagc 


tgctgccgtc 


catggaggcc 


960 


actgggggcg 


agaagtccag 


cacgcccatc 


aagggcccca 


agaggggaca 


tcctagacag 


■1 ATA 

1020 


aacctacaca 


agcattttga 


catcaatgag 


catttgccct 


ggatgattgt 


gcttttcctg 


1080 


ctgctggtgc 


ttgtggtgat 


tgtggtgtgc 


agtatccgga 


aaagctcgag 


gactctgaaa 


1140 


aaggggcccc 


ggcaggatcc 


cagtgccatt 


gtggaaaagg 


cagggctgaa 


gaaatccatg 


1200 


actccaaccc 


agaaccggga 


gaaatggatc 


tactactgca 


atggccatgg 


tatcgatatc 


1260 


ctgaagcttg 


tagcagccca 


agtgggaagc 


cagtggaaag 


atatctatca 


gtttctttgc 


1320 


aatgccagtg 


agagggaggt 


tgctgctttc 


tccaatgggt 


acacagccga 


ccacgagcgg 


1380 


gcctacgcag 


ctctgcagca 


ctggaccatc 


cggggccccg 


aggccagcct 


cgcccagcta 


1440 


attagcgccc 


tgcgccagca 


ccggagaaac 


gatgttgtgg 


agaagattcg 


tgggctgatg 


1500 


gaagacacca 


cccagctgga 


aactgacaaa 


ctagctctcc 


cgatgagccc 


cagcccgctt 


1560 


agcccgagcc 


ccatccccag 


ccccaacgcg 


aaacttgaga 


attccgctct 


cctgacggtg 


1620 


gagccttccc 


cacaggacaa 


gaacaagggc 


ttcttcgtgg 


atgagtcgga 


gccccttctc 


1680 


cgctgtgact 


ctacatccag 


cggctcctcc 


gcgctgagca 


ggaacggttc 


ctttattacc 


1740 


aaagaaaaga 


aggacacagt 


gttgcggcag 


gtacgcctgg 


acccctgtga 


cttgcagcct 


1800 


atctttgatg 


acatgctcca 


ctttctaaat 


cctgaggagc 


tgcgggtgat 


tgaagagatt 


1860 


ccccaggctg 


aggacaaact 


agaccggcta 


ttcgaaatta 


ttggagtcaa 


gagccaggaa 


1920 


gccagccaga 


ccctcctgga 


ctctgtttat 


agccatcttc 


ctgacctgct 


gtagaacata 


1980 


gggatactgc 


attctggaaa 


ttactcaatt 


tagtggcagg 


gtggtttttt 


aattttcttc 


2040 


tgtttctgat 


ttttgttgtt 


tggggtgtgt 


gtgtgtgttt 


gtgtgtgtgt 


gtgtgtgtgt 


2100 


gtgtgtgtgt 


gtttaacaga 


gaaaatgggc 


agtgcttgaa 


ttctttctcc 


ttctctctct 


2160 


ctcttttttt 


tttaaataac 


tcctct 








2186 



<210> 2 

<211> 655 

<212> PRT 

<213> HOMO SAPIENS 

<400> 2 

Met Gly Thr ser Pro ser Ser Ser Thr Ala Leu Ala Ser cys Ser Arg 
1 5 10 15 

lie Ala Arg Arg Ala Thr Ala Thr Met lie Ala Gly Ser Leu Leu Leu 
20 25 30 

Leu Gly Phe Leu ser Thr Thr Thr Ala Gin Pro Glu Gin Lys Ala ser 
35 40 45 
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Asn Leu lie Gly Thr Tyr Arg His val Asp Arg Ala Thr Gly Gin val 
50 55 60 

Leu Thr cys Asp Lys cys Pro Ala Gly Thr Tyr val ser Glu His Cys 
65 J 70 75 »u 

Thr Asn Thr ser Leu Arg val Cys Ser Ser cys Pro val Gly Thr Phe 
85 90 95 

Thr Arg His Glu Asn Gly He Glu Lys Cys His Asp Cys Ser Gin Pro 
100 105 HO 

Cvs Pro Trp Pro Met He Glu Lys Leu Pro cys Ala Ala Leu Thr Asp 
115 120 125 

Arg Glu Cys Thr cys Pro Pro Gly Met Phe Gin Ser Asn Ala Thr cys 
130 135 140 

Ala Pro His Thr val Cys Pro val Gly Trp Gly val Arg Lys Lys Gly 
145 150 155 160 

Thr Glu Thr Glu Asp val Arg Cys Lys Gin Cys Ala Arg Gly Thr Phe 
165 170 175 

Ser Asp val Pro Ser Ser val Met Lys Cys Lys Ala Tyr Thr Asp Cys 
180 185 190 

Leu ser Gin Asn Leu val Val He Lys Pro Gly Thr Lys Glu Thr Asp 
195 200 205 

Asn val Cys Gly Thr Leu Pro ser Phe Ser Ser ser Thr Ser Pro Ser 
210 215 220 

Pro Gly Thr Ala He Phe Pro Arg Pro Glu His Met Glu Thr His Glu 
225 230 235 240 

val Pro ser ser Thr Tyr val Pro Lys Gly Met Asn Ser Thr Glu ser 
245 250 255 

Asn Ser Ser Ala Ser Val Arg Pro Lys Val Leu Ser ser lie Gin Glu 
260 265 270 

Gly Thr val Pro Asp Asn Thr ser Ser Ala Arg Gly Lys Glu Asp val 
275 280 285 

Asn Lys Thr Leu Pro Asn Leu Gin val val Asn His Gin Gin Gly Pro 
290 295 300 
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His His Arg His He Leu Lys Leu Leu Pro Sen Met Glu Ala Thr Gly 
305 310 315 

Gly Glu Lys ser ser Thr Pro He Lys Gly Pro Lys Arg Gly His Pro 
3 325 330 

Arg Gin Asn Leu His Lys His Phe Asp He Asn Glu His Leu Pro Trp 
340 345 35U 

Met He val Leu Phe Leu Leu Leu val Leu val val He val val cys 
355 360 365 

ser He Arg Lys ser ser Arg Thr Leu Lys Lys Gly Pro Arg Gin Asp 
370 " 375 380 

Pro ser Ala He val Glu Lys Ala Gly Leu Lys Lys ser Met Thr Pro 
385 390 395 1UU 

Thr Gin Asn Arg Glu Lys Trp He Tyr Tyr Cys Asn Gly His Gly He 
405 410 41b 

asp He Leu Lys Leu val Ala Ala Gin val Gly Ser Gin Trp Lys Asp 
420 425 430 

He Tyr Gin Phe Leu Cys Asn Ala Ser Glu Arg Glu val Ala Ala Phe 
y 435 440 445 

ser Asn Gly Tyr Thr Ala Asp His Glu Arg Ala Tyr Ala Ala Leu Gin 
450 455 460 

His Trp Thr He Arg Gly Pro Glu Ala Ser Leu Ala Gin Leu He Ser 
465 470 475 480 

Ala Leu Arg Gin His Arg Arg Asn Asp val Val Glu Lys He Arg Gly 
485 490 49b 

Leu Met Glu Asp Thr Thr Gin Leu Glu Thr Asp Lys Leu Ala Leu Pro 
500 505 510 

Met ser Pro Ser Pro Leu Ser Pro Ser Pro He Pro ser Pro Asn Ala 
515 520 525 

Lvs Leu Glu Asn Ser Ala Leu Leu Thr val Glu Pro Ser Pro Gin Asp 
530 535 540 

Lys Asn Lys Gly Phe Phe val Asp Glu ser Glu Pro Leu Leu Arg Cys 
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550 



SKBG-3017US2 
555 



560 



Asp Ser Thr ser Ser Gly Ser Ser Ala Leu Ser Arg Asn Gly Ser Phe 
565 570 ~ 575 



lie Thr Lys Glu Lys Lys Asp Thr Val Leu Arg Gin val Arg Leu Asp 
580 585 ~ 590 



Pro Cys Asp Leu Gin Pro lie Phe Asp Asp Met Leu His Phe Leu Asn 
595 600 605 



Pro Glu Glu Leu Arg val lie Glu Glu lie Pro Gin Ala Glu Asp Lys 
610 " 615 620 



Leu Asp Arg Leu Phe Glu lie lie Gly val Lys Ser Gin Glu Ala Ser 
625 630 635 640 



Gin Thr Leu Leu Asp ser val Tyr Ser His Leu Pro Asp Leu Leu 
645 650 655 



<210> 3 

<211> 584 

<212> DNA 

<213> HOMO SAPIENS 



<220> 

<221> misc_feature 

<222> (4) . . (4) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (10) . . (11) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (13).. (13) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (15).. (15) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (38).. (38) 

<223> n is a, c, g, or t 

<400> 3 

gcgnccgcgn ngngngcaag gtgctgagcg cccctagngc ctcccttgcc gcctccctcc 
tctgcccggc cgtagcagtg cacatggggt gttggaggta gatgggctcc cggccgggag 
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gcggcggtgg atgcggcgct gggcagaagc agccgccgat tccagctgcc ccgcgcgccc 180 

cggccacctt gcgagtcccc ggttcagcca tggggacctc tccgagcagc agcaccgccc 240 

tcgcctcctg cagccgcatc gcccgccgag ccacagccac gatgatcgcg ggctcccttc 300 

tcctgcttgg attccttagc accaccacag ctcagccaga acagaaggcc tcgaatctca 360 

ttggcacata ccgccatgtt gaccgtgcca ccggccaggt gctaacctgt gacaagtgtc 420 

cagcaggaac ctatgtctct gagcattgta ccaacacaag cctgcgcgtc tgcagcagtt 480 

gccctgtggg gacctttacc aggcatgaga atggcataga gaaatgccat gactgtagtc 540 

agccatgccc atggccaatg attgagaaat taccttgtgc tgcc 584 

<210> 4 

<211> 125 

<212> PRT 

<213> HOMO SAPIENS 

<400> 4 

Met Gly Thr Ser Pro Ser ser ser Thr Ala Leu Ala Ser Cys Ser Arg 
15 10 15 

lie Ala Arg Arg Ala Thr Ala Thr Met lie Ala Gly Ser Leu Leu Leu 
20 25 30 

Leu Gly Phe Leu Ser Thr Thr Thr Ala Gin Pro Glu Gin Lys Ala Ser 
35 40 45 

Asn Leu lie Gly Thr Tyr Arg His Val Asp Arg Ala Thr Gly Gin Val 
50 55 60 

Leu Thr Cys Asp Lys Cys Pro Ala Gly Thr Tyr val ser Glu His Cys 
65 70 75 80 

Thr Asn Thr ser Leu Arg val Cys Ser Ser Cys Pro val Gly Thr Phe 
85 90 95 

Thr Arg His Glu Asn Gly He Glu Lys Cys His Asp Cys ser Gin Pro 
100 105 110 

Cys Pro Trp pro Met lie Glu Lys Leu Pro Cys Ala Ala 
115 120 125 

<210> 5 

<211> 588 

<212> DNA 

<213> HOMO SAPIENS 



<220> 
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<221> mi sc_f eature 

<222> (4). .(4) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (10). .(11) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (13). .(13) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (15). .(15) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (38). .(38) 

<223> n is a, c, g, or t 

<400> 5 



gcgnccgcgn 


ngngngcaag 


gtgctgagcg 


cccctagngc 


ctcccttgcc 


gcctccctcc 


60 


tctgcccggc 


cgtagcagtg 


cacatggggt 


gttggaggta 


gatgggctcc 


cggccgggag 


120 


gcggcggtgg 


atgcggcgct 


gggcagaagc 


agccgccgat 


tccagctgcc 


ccgcgcgccc 


180 


cggccacctt 


gcgagtcccc 


ggttcagcca 


tggggacctc 


tccgagcagc 


agcaccgccc 


240 


tcggcctcct 


gcaaccgcat 


cgcccgccga 


gccacagcca 


cgatgatcgc gggctccctt 


300 


ctcctgcttg 


gattccttag 


caccaccaca 


gctcagccag 


aacagaaggc 


ctcgaatctc 


360 


attggcacat 


accgccatgt 


tgaccgtgcc 


accggccagg 


tgctaacctg 


tgacaagtgt 


420 


ccagcaggaa 


cctatgtctc 


tgagcattgt 


accaacacaa 


gcctgcgcgt 


ctgtcagcag 


480 


tgccctgtgg 


ggacctttac 


caggcatgag 


aatggcatag 


agaaatgcca tgactgtagt 


540 


cagccatgcc 


catggccaat 


gattgagaaa 


ttaccttgtg 


cctctgcc 




588 



<210> 6 

<211> 102 

<212> PRT 

<213> HOMO SAPIENS 

<400> 6 

Met lie Ala Gly ser Leu Leu Leu Leu Gly Phe Leu ser Thr Thr Thr 
15 10 15 



Ala Gin Pro Glu Gin Lys Ala Ser Asn Leu lie Gly Thr Tyr Arg His 
20 25 30 



Val Asp Arg Ala Thr Gly Gin Val Leu Thr Cys Asp Lys Cys Pro Ala 
35 40 45 
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Gly Thr Tyr val ser Glu His Cys Thr Asn Thr Ser Leu Arg val cys 
50 55 o° 

Gin Gin cys Pro val Gly Thr Phe Thr Arg His Glu Asn Gly He Glu 
65 70 75 

L ys cys His Asp cys ser Gin Pro Cys Pro Trp Pro Met He Glu Lys 
1 85 90 yi 

Leu Pro Cys Ala ser Ala 
100 
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